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研究成果の概要（英文）：The genome of the model prokaryote Escherichia coli contains approximately 4,500 
genes. Expression pattern of the genome is determined through selective transcription by the RNA 
polymerase. Its gene selectivity is controlled at two steps through interaction with seven sigma factors 
and about 300 transcription factors. For identification of regulatory targets by transcription 
regulators, we identified their binding sites on the E. coli genome using Genomic SELEX system. We have 
so far identified the regulatory targets for all seven sigma factors and for more then 250 transcription 
factors. The results altogether are assembled into a single database TEC (Transcription Profile of 
Escherichia coli) (www.shigen.nig.ac.jp/ecoli/tec/), which is now open to public through NIG (National 
Institute of Genetics). Noteworthy is that this is the first success of identification of the regulatory 


























































図２. 転写因子制御標的同定の SELEX法 
	 
３．研究の方法 
大腸菌全 7種シグマ因子、全 300 種転写因子
の発現系を構築して大量発現し精製した。そ
れらの制御支配下遺伝子群は、新たに構築し
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